Elucidation of sunflower pectin structure by enzymatic fingerprinting
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Most sunflower plants are grown for their seeds and edible oil, and the residual heads and stalks are left on the field as agricultural wastes.  Although today, apple pomace and citrus peels are preferred natural sources for the isolation of commercial pectins, sunflower heads and stalks as agricultural by-products are seen as alternative sources of pectin.

The extraction of pectin from sunflower heads has been investigated in the past, but there is; however little published information on the structure elucidation of sunflower pectin. Therefore, further research is needed in order to understand the characteristics of sunflower pectin including sugar composition, degree of methylation and acetylation and the distribution patterns of these esters over the pectin backbone.

Next to compositional analysis of the pectin, enzymatic fingerprinting was done using pectolytic enyzmes prior to the analysis of small diagnostic galacturonic acid oligomers released. The fragments were analyzed by UPLC hydrophilic-interaction chromatography using a Bridge-ethylene Amide column (HILIC-BEH Amide) and Matrix Assisted Laser Desorption / Ionization Time Of Flight Mass Spectrometry (MALDI-TOF/TOF-MS). 3-Aminoquinoline (3-AQ) was used as a Maldi matrix and for labelling the GalA oligomers at their reducing end in order to facilitate MS-fragmentation analysis.
