Impact of individual wet and dry fractionation processing steps on pea protein composition and in vitro digestibility
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Pea protein has gained attention in response to the growing global demand for foods due to its balanced amino acid profile, low cost, and hypoallergenic properties. Conventional wet fractionation methods of pea protein consume large amounts of water and energy, raising concerns about environmental sustainability. To address this issue, mild processing technologies, such as dry fractionation, have been developed to reduce the environmental footprint of fractionation processes. Dry fractionated proteins tend to show better techno-functional properties because the native protein state is preserved. In this study we sought out to study the effect of each step of the fractionation process (dehulling, extraction, drying, post-processing) of pea protein on nutritional composition, anti-nutritional factors, and in vitro protein digestibility. Dry fractionation resulted in protein content ranging from 52 to 62%, whereas conventional wet extraction resulted in protein content ranging from 87 to 91%. The INFOGEST 2.0 protocol with minor modifications was used to determine in vitro protein digestion. Preliminary analysis indicated that fractionation methods significantly influenced pea protein digestion. Data collection is still ongoing and results will be presented at the conference.
